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Abstract

Introduction: The core event of gout is intensified macrophage inflammation. Our preliminary 
research found that carbohydrate antigen 72-4 (CA72-4) secreted by monosodium urate (MSU)-in-
duced human synovial cells (HFLS) could upregulate transforming growth factor β1 (TGF-β1) in mac-
rophages. Herein, the mechanism of MSU-induced abnormal upregulation of CA72-4 in HFLS was 
investigated.

Material and methods: Cell viability was assessed by CCK-8 assay. The secretion levels of cyto-
kines and CA72-4 were measured by ELISA. Methylation-specific PCR (MSP) was employed to detect 
the methylation level of the Cosmc promoter. The molecular interactions were analyzed by RIP and 
ChIP assays.

Results: Our results demonstrated that CA72-4 derived from MSU-treated HFLS markedly inhib-
ited MSU-induced macrophage inflammation. Mechanistically, MSU-induced lncSLED1 upregulation 
in HFLS reduced MSU-induced macrophage inflammation by promoting CA72-4 secretion. In addi-
tion, lncSLED1 facilitated CA72-4 secretion in MSU-treated HFLS by promoting the methylation level 
of the Cosmc promoter through recruiting EZH2. As expected, Cosmc silencing in HFLS reversed 
the weakening effect of lncSLED1 downregulation on mCM (the conventional medium from MSU-treat-
ed HFLS)-induced inhibition of MSU-induced macrophage inflammation.

Conclusions: MSU elevated lncSLED1 in HFLS, boosting CA72-4 secretion by increasing Cosmc 
promoter methylation via EZH2 recruitment, thus reducing MSU-induced macrophage inflammation.
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Introduction
Gout is a common type of inflammatory arthritis in 

men caused by hyperuricemia, which can even lead to joint 
deformities and chronic kidney failure in severe cases [1]. 
At present, the prevalence of gout in the Chinese Main-
land is approximately 1-3%, and its number has exceeded 
17 million [2]. Globally, gout affects approximately 1-4% 
of the population, with higher prevalence in Western coun-
tries (e.g., 3.9% in the U.S. and 2.5% in the UK) due to 
dietary and genetic factors [3-5]. In Europe, gout prev-
alence ranges from 0.9% to 2.5%, with rising incidence 
linked to aging populations and metabolic comorbidities 
[6, 7]. Colchicine and nonsteroidal anti-inflammatory med-
ications are widely used to treat acute gouty arthritis, but 

their long-term usage is restricted due to unavoidable ad-
verse effects [8]. For chronic management, urate-lowering 
therapies such as allopurinol (a xanthine oxidase inhibitor) 
and febuxostat are recommended to prevent recurrent at-
tacks and reduce tophi formation by maintaining serum 
urate levels below 6 mg/dl [9, 10]. However, urate-lower-
ing therapies require careful dose titration and monitoring 
due to risks of hypersensitivity reactions (allopurinol) or 
cardiovascular events (febuxostat) [10, 11]. As a result, 
new gout treatment options must be developed as soon as 
possible. Macrophages are one of the first immune cells 
identified and researched, mediating the entire process 
of acute gout [12]. Hyperuricemia leads to the formation 
of monosodium urate (MSU), which may be recognized by 
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the immune system as a danger signal and stimulate mac-
rophage activation, and eventually induce macrophages to 
produce and release interleukin (IL)-1β and IL-18, causing 
an inflammatory cascade [13]. Notably, synovial cells play 
an important regulatory role in macrophage inflammation 
during gout progression by secreting molecules or cyto-
kines [14]. Therefore, inhibiting macrophage inflammation 
is a potential therapeutic strategy for gout, and a deeper 
understanding of the interaction mechanism between sy-
novial cells and macrophages is key to achieving this goal.

The sialyl-Tn (sTn) antigen is a tumor-associated gly-
can structure that is highly expressed in various diseases and 
malignancies [15]. Carbohydrate antigen 72-4 (CA72-4) 
is a common sTn antigen identified by two monoclonal 
antibodies, CC49 and B72.3, and is a biomarker for multi-
ple malignant tumors, including gastric and breast cancer 
[16, 17]. Notably, serum CA72-4 is significantly increased 
in gout [18]. Our previous work also demonstrated that 
CA72-4 was specifically overexpressed in non-tumor gout 
patients and can predict flares [19]. In addition, our prelim-
inary research found that CA72-4 was mainly secreted by 
MSU-induced synovial cells, and secreted CA72-4 could 
further upregulate transforming growth factor β1 (TGF-β1) 
in macrophages. However, the mechanism of MSU-in-
duced secretion of CA72-4 by synovial cells is still un-
clear and deserves further research. As reported, the Tn 
antigen is formed by core 1 synthase-mediated transfer 
of galactose to GalNAc Ser/Thr [20]. Core1β3-galacto-
syltransferase-specific molecular chaperone (Cosmc) is 
the unique chaperone of T-synthase and is necessary for 
its functional formation [21]. The increased sTn expres-
sion in diseases is mainly related to the loss of Cosmc ex-
pression [20, 22, 23]. Nevertheless, whether MSU-induced 
increase in CA72-4 secretion by synovial cells is caused 
by the loss of Cosmc expression remains unknown, which 
deserves further research. DNA methylation modification 
is the process of adding methyl groups to cytosine or ad-
enine, resulting in decreased gene expression, which is 
a common epigenetic modification [24]. A previous study 
showed that CD3/CD28 Dyna beads increased Tn antigen 
expression in T cells accompanied by Cosmc promoter hy-
permethylation [25]. In addition, DNA methylation inhibi-
tion could restore the epigenetic silencing of Cosmc and 
reduce Tn antigen expression in human leukocytes [26]. 
The current study also used bioinformatics to anticipate 
the presence of several cytosine-phosphate-guanine (CpG) 
islands in the Cosmc promoter. Therefore, it is speculated 
that the MSU-induced increase in CA72-4 secretion and 
the loss of Cosmc expression in synovial cells are related 
to hypermethylation of the Cosmc promoter. 

Long noncoding RNAs (lncRNAs) are a class of tran-
scripts > 200 nucleotides long that lack protein-coding po-
tential but regulate gene expression through diverse mech-
anisms, including chromatin remodeling, transcriptional 
interference, and scaffolding of macromolecular complex-

es [27, 28]. LncRNAs are key epigenetic regulators that 
modulate gene expression through chromatin remodeling, 
histone modification, and transcriptional interference [28, 
29]. These mechanisms enable lncRNAs to fine-tune in-
flammatory responses, including NLRP3 inflammasome 
activation, in diseases such as gout [30, 31]. The dysreg-
ulation of lncRNA contributes to the progression of gout. 
As evidence, Zhang et al. demonstrated that MSU treat-
ment significantly reduced lncRNA‑MM2P expression in 
macrophages, and lncRNA‑MM2P overexpression signifi-
cantly inhibited MSU-induced pro‑inflammatory cytokine 
production in macrophages [32]. In addition, lncRNA  
HOTAIR knockdown reduced the secretion of inflammato-
ry cytokines in MSU-treated macrophages [31]. A previous 
study showed that NR-026756 (lncSLED1) was signifi-
cantly upregulated in peripheral blood mononuclear cells 
(PMBCs) of gout patients [33]. As revealed by Zhang et al., 
lncSLED1 is related to macrophage-related immunity re-
sponses in post-infarct heart failure [34]. However, the role 
of lncSLED1 in regulating MSU-induced macrophage in-
flammation remains unclear. 

Our findings revealed that CA72-4 secreted by 
MSU-induced HFLS inhibited macrophage inflammation, 
and its expression level was regulated by lncSLED1. Fur-
ther research found that lncSLED1 regulated CA72-4 ex-
pression by elevating the methylation level of the Cosmc 
promoter. These findings provide a theoretical basis for 
developing new gout treatment strategies.

Material and methods

Cell culture and treatment

Primary human synovial cells (HFLS) were isolated 
from the articular cartilage tissue of patients as previ-
ously reported [35]. Patients with gout undergoing joint 
replacement therapy for end-stage gouty arthropathy or 
secondary osteoarthritis were enrolled. All cases exhib-
ited radiographic evidence of bone erosion, cartilage de-
struction, and/or tophi deposition. The articular cartilage 
tissues were collected at Zibo Central Hospital. The in-
formed consent forms were obtained from patients, and 
the Ethics Committee of Zibo Central Hospital approved 
the experiment, No. 202211022. The articular cartilage 
tissues were cut into 25 mm3 pieces, and the pieces were 
incubated with 0.1% hyaluronidase (Sigma-Aldrich, MO, 
USA) for 15 min, 0.5% proteinase (Sigma-Aldrich) for  
30 min, and 0.2% collagenase (Sigma-Aldrich) for 12 h at 
37oC. The isolated HFLS were grown in DMEM (Gibco, 
MD, USA) containing 10% FBS (Gibco), 1% amphotericin 
B solution, and 1% L-glutamine with 5% CO

2
 at 37oC. 

After corresponding processing, HFLS were cultured in 
a serum-free DMEM/F12 (Gibco) for 48 h, and the con-
ditional medium (CM) supernatant obtained was collected 
for further use. ATCC (VA, USA) provided THP-1 cells, 
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and cells were cultured in RPMI-1640 (Gibco) containing 
10% FBS with 5% CO

2
 at 37oC. To induce differentiation 

of THP-1 cells into macrophages, THP-1 cells were in-
cubated with 100 ng/ml phorbol myristate acetate (PMA; 
Beyotime, Shanghai, China) for 24 h. For MSU treatment, 
HFLS and macrophages were incubated with 100 μg/ml 
MSU crystal (Enzo Life Sciences, NY, USA) for 24 h.

Cell infection

The lentivirus of sh-lncSLED1 (lv-sh-lncSLED1-1, 
lv-sh-lncSLED1-2, and lv-sh-lncSLED1-3), the lentivi-
rus of sh-Cosmc (lv-sh-Cosmc-1, lv-sh-Cosmc-2, and lv- 
Cosmc-3), the lentivirus of lncSLED1 overexpression plas-
mid (lv-lncSLED1), and their negative controls (lv-sh-NC 
and lv-NC) were obtained from Riobio (Guangdong, Chi-
na). Cells were infected by lentivirus at MOI = 50 with  
40 μl HitransG P virus infection reagent (GeneChem, 
Shanghai, China) for 16 h. Then, the steadily infected cells 
were selected by incubation with 2 μg/ml puromycin dihy-
drochloride (Sigma-Aldrich) for 7 days. 

Cell Counting Kit-8 (CCK-8) assay

Cells were plated in the 96-well plates at a density of  
2 × 103 cells/well and cultured for 24 h. CCK-8 solution 
(10 μl; Yeason, Shanghai, China) was added to each well. 
After incubation at 37oC for 3 h, the absorbance was exam-
ined at 450 nm using a microplate reader (Thermo Fisher 
Scientific, MA, USA).

Flow cytometry

Cells were resuspended in PBS containing 10% FBS at 
a density of 1 × 106 cells/ml and then stained for 30 min with 
anti-CA72-4 (Abcam, Cambridge, UK, 1 : 100, ab199002) 
protected from light. The samples were analyzed by flow 
cytometry (BD, NJ, USA).

Enzyme-linked immunosorbent assay (ELISA)

The secretion levels of IL-1β, IL-6, IL-10, tumor 
necrosis factor α (TNF-α), TGF-β1, and CA72-4 were 
assessed using the human IL-1β ELISA kit (Abcam, 
ab214025), the human IL-6 ELISA kit (Abcam, ab178013), 
the human IL-10 ELISA kit (Abcam, ab185986), the hu-
man TNF-α ELISA kit (Abcam, ab181421), the human 
TGF-β1 ELISA kit (Abcam, ab9758), and the human 
CA72-4 ELISA kit (Reddot Biotech, Shanghai, China, 
RD-CA72-4-Hu), respectively. The results were recorded 
by measuring the OD values at 450 nm.

Methylation-specific PCR (MSP)

DNA methylation of the Cosmc promoter was an-
alyzed by MSP targeting a 115bp CpG island (NC_00
0023.11:c120632560-120632674). The Tiangen DNA 
extraction kit (Beijing, China) was used to extract ge-

nomic DNA from cells, and the DNA was exposed 
to bisulfite. MSP of the bisulfite-modified DNA was 
performed. MSP products were analyzed by gel elec-
trophoresis. Primer sequences for methylated (M-F: 
5′-TAATTTTAGTATTGTGGAAGGTCGA-3′; M-R: 
5′-ATTACAAATATACGCCACCACGT-3′) and un-
methylated (U-F: 5′-TAATTTTAGTATTGTGGAAG-
GTTGA-3′; U-R: 5′-AATTACAAATATACACCACCA-
CATC-3′) reactions were listed.

Chromatin immunoprecipitation (ChIP) assay

Cells were cross-linked with 1% formaldehyde for  
10 min and quenched with glycine for 5 min, Then, the cell 
lysate was subjected to ultrasound treatment to gener-
ate chromatin fragments and incubated overnight with  
anti-EZH2 (Abcam, 1 : 50, ab307646), anti-H3K27me3 
(Abcam, 1 : 30, ab6002), or anti-IgG (Abcam, 1 : 100, 
ab172730). The chromatin was eluted from the beads and 
de-crosslinked. The DNA was purified using a centrifugal 
column and quantified using qPCR.

RNA binding protein immunoprecipitation (RIP) 
assay

The cell lysates were prepared and incubated with IgG/
EZH2-conjugated protein A/G magnetic beads for 1 h. 
The RNAs were isolated from the beads and analyzed by 
agarose gel electrophoresis analysis.

Quantitative real-time polymerase chain 
reaction (qRT-PCR)

TRIzol reagent (Invitrogen, CA, USA) was used to 
extract bone marrow-derived mesenchymal stem cell 
(BMSC) RNA. NanoDrop 2000 Spectrophotometers were 
used to analyze RNA quality. The Superscript III reverse 
transcriptase kit (Invitrogen) was used to reverse transcribe 
RNA samples. The data were analyzed using the 2−ΔΔCT 
method. The primers were as follows (5′-3′):

IL-6 (F): TTCTCTCCGCAAGAGACTTCC
IL-6 (R): TTCTGACAGTGCATCATCGCT
IL-1β (F): TGGGAAACAACAGTGGTCAGG
IL-1β (R): CCATCAGAGGCAAGGAGGAA
TNF-α (F): CCCTCACACTCAGATCATCTTCT
TNF-α (R): GCTACGACGTGGGCTACAG
IL-10 (F): TTGCTGGAGGACTTTAAGGGT
IL-10 (R): CTTGATGTCTGGGTCTTGGTT
TGF-β1 (F): GAAATTGAGGGCTTTCGCCTTAG
TGF-β1 (R): GGTAGTGAACCCGTTGATGTCCA
lncSLED1 (F): CAGAGCAGGAGTTGGTGTTGA
lncSLED1 (R): CCGTACTAACTGGGAGCAGC
Cosmc (F): AAGCCGTTCTAGACGCGGGAAA
Cosmc (R): GCTCATGGTGGTGCATTCTA
GAPDH (F): AGGTCGGTGTGAACGGATTTG
GAPDH (R): GGGGTCGTTGATGGCAACA
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Western blot

The proteins were extracted from cells using RIPA  
(Beyotime) and quantified with the BCA kit (Thermo Fisher 
Scientific). The total protein was isolated by 10% SDS-
PAGE and transferred to a Millipore PVDF membrane 
(MA, USA). The membranes were blocked in 5% non-
fat milk and incubated overnight with antibodies against 
Cosmc (Abcam, 1 : 1000, ab229831) and β-actin (Abcam,  
1 : 5000, ab8226). After washing with PBS-T, the mem-
branes were then incubated with a secondary antibody 
(Abcam, 1 : 10000, ab7090) for 60 min. After incubation 
with the secondary antibody, the membranes were visual-
ized using the enhanced chemiluminescence detection kit 
(Beyotime).

Statistical analysis

Experiments were replicated more than three times. 
The means ± SD were used to represent the data. The data 
were analyzed using SPSS 19.0. For comparisons of two 
groups, an unpaired two-tailed Students’ t-test was used. 
For comparisons of multiple groups, a one-way ANOVA 
followed by a Tukey post hoc test was employed.  
The p values less than 0.05 were considered significant.

Results

CA72-4 derived from MSU-treated HFLS 
inhibited MSU-induced macrophage 
inflammation

Primary human synovial cells were incubated with 
MSU, and it was observed that MSU stimulation slight-
ly reduced the vitality of HFLS (Fig. 1A). CA72-4 is 
a warning molecular marker for gout [18, 19]. Our re-
sults showed that MSU treatment significantly elevated 
the CA72-4 level in HFLS (Fig. 1B, C). To study the role 
of CA72-4 derived from MSU-treated HFLS in regulat-
ing macrophage inflammation during gout progression, 
the CM was collected from HFLS and MSU-treated HFLS, 
referred to as HFLS-Non-CM (nCM) and HFLS-MSU-
CM (mCM), respectively. THP-1 cells were incubated 
with 100 ng/ml PMA for 24 h to obtain macrophages, and 
macrophages were co-treated with CM (nCM or mCM) 
and anti-CA72-4, then incubated with MSU treatment for  
24 h. It was first observed that MSU slightly reduced mac-
rophage vitality, and nCM treatment, mCM treatment, and 
co-treatment with mCM and anti-CA72-4 had no effect on 
MSU-treated macrophage vitality (Fig. 1D). In addition, 
MSU treatment had no significant effect on CA72-4 level 
in macrophages, and nCM treatment did not affect CA72-4 
level in MSU-treated macrophages significantly (Fig. 1E). 
However, it was also observed that mCM significantly el-
evated CA72-4 level in MSU-treated macrophages, but this 
effect of mCM was weakened by anti-CA72-4 treatment 

(Fig. 1E), further confirming that CA72-4 was derived 
from MSU-treated HFLS. It was subsequently revealed 
that MSU stimulation significantly elevated the mRNA 
and secretion levels of pro-inflammatory cytokines (IL-6,  
IL-1β, and TNF-α) and reduced the levels of anti-inflam-
matory cytokines (IL-10 and TGF-β1) in macrophages, 
and these changes induced by MSU were partially elimi-
nated by mCM treatment, while this effect of mCM was 
weakened by anti-CA72-4 treatment (Fig. 1F, G). Collec-
tively, MSU-treated HFLS inhibited MSU-induced macro-
phage inflammation by secreting CA72-4.

LncSLED1 was significantly upregulated  
in MSU-treated HFLS and was associated  
with MSU-induced CA72-4 secretion in HFLS

LncSLED1 was previously reported to be signifi-
cantly upregulated in peripheral blood mononuclear 
cells (PBMCs) of gout patients [33]. Our results demon-
strated that lncSLED1 expression in HFLS was sig-
nificantly increased by MSU stimulation (Fig. 2A). To 
study the role of lncSLED1 in regulating MSU-induced 
CA72-4 secretion in HFLS, lncSLED1 knockdown was 
induced in MSU-treated HFLS. Observed by fluores-
cence microscopy, more than 90% of infected target cells 
expressed green fluorescent protein successfully after 
lv-sh-NC, lv-sh-lncSLED1-1, lv-sh-lncSLED1-2, or lv-
sh-lncSLED1-3 infection (Fig. 2B). It was also observed 
that lv-sh-lncSLED1-1, lv-sh-lncSLED1-2, and lv-sh-
lncSLED1-3 infection significantly reduced lncSLED1 
expression in HFLS (Fig. 2C), suggesting that the in-
fection was successful. In addition, the knockdown effi-
ciency of lv-sh-lncSLED1-2 was the highest (Fig. 2C); 
therefore lv-sh-lncSLED1-2 was selected for subsequent 
experiments. CCK-8 results subsequently showed that 
lv-sh-lncSLED1-2 infection had no significant effect 
on MSU-treated HFLS vitality (Fig. 2D). Additionally, 
lncSLED1 knockdown ameliorated the MSU-induced 
increase in CA72-4 secretion in HFLS (Fig. 2E). Taking 
the evidence together, MSU induced CA72-4 secretion in 
HFLS by upregulating lncSLED1.

LncSLED1 inhibited MSU-induced macrophage 
inflammation

The CM was collected from MSU-treated HFLS after 
lv-sh-lncSLED1 or lv-NC infection, referred to as mCM-
lv-sh-lncSLED1 and mCM-lv-sh-NC, respectively. To 
study the role of lncSLED1 in regulating MSU-induced 
macrophage inflammation, macrophages were treated 
with nCM, mCM, mCM-lv-sh-NC, or mCM-lv-sh-lnc- 
SLED1, and then incubated with MSU treatment for 24 h. 
It was first observed that nCM treatment, mCM treatment, 
mCM-lv-sh-NC treatment, and mCM-lv-sh-lncSLED1 
treatment did not affect MSU-treated macrophage vitali-
ty (Fig. 3A). In addition, lncSLED1 knockdown in HFLS 
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Fig. 1. CA72-4 derived from MSU-treated HFLS inhibited MSU-induced macrophage inflammation. HFLS were incu-
bated with 100 μg/ml MSU crystal for 24 h. A) The vitality of HFLS was detected by CCK-8 assay. B, C) CA72-4 level 
in HFLS was examined by flow cytometry and ELISA. THP-1 cells were incubated with 100 ng/ml PMA for 24 h to 
obtain macrophages, and macrophages were co-treated with CM (nCM or mCM) and anti-CA72-4, and then incubated 
with MSU treatment for 24 h. D) CCK-8 assay was employed to detect macrophage vitality. E) ELISA was employed to 
detect CA72-4 levels in macrophages. F, G) the mRNA and secretion levels of IL-6, IL-1β, TNF-α, IL-10, and TGF-β1 
in macrophages were assessed using qRT-PCR and ELISA, respectively. The measurement data were presented as mean 
± SD. All data were obtained from at least three replicate experiments. *p < 0.05, **p < 0.01, ***p < 0.001
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Fig. 2. LncSLED1 was significantly upregulated in MSU-treated HFLS and was associated with MSU-induced CA72-4 
secretion in HFLS. A) HFLS were incubated with 100 μg/ml MSU crystal for 24 h, and lncSLED1 expression in cells was 
examined by qRT-PCR. HFLS were infected with lv-sh-NC, lv-sh-lncSLED1-1, lv-sh-lncSLED1-2, or lv-sh-lncSLED1-3. 
B) Green fluorescence was observed under fluorescence microscopy. C) qRT-PCR was employed to detect lncSLED1 ex-
pression in HFLS. MSU-treated HFLS were infected with lv-sh-NC or lv-sh-lncSLED1. D) CCK-8 assay was performed 
to examine the vitality of HFLS. E) CA72-4 level in HFLS was assessed by ELISA. The measurement data were present-
ed as mean ± SD. All data were obtained from at least three replicate experiments. *p < 0.05, **p < 0.01, ***p < 0.001

weakened the promoting effect of mCM on CA72-4 lev-
el in MSU-treated macrophages (Fig. 3B). Moreover, 
lncSLED1 silencing in HFLS partially reversed the in-
hibitory effect of mCM on the pro-inflammatory cyto-
kines (IL-6, IL-1β, and TNF-α) and the promoting effect 
on the levels of anti-inflammatory cytokines (IL-10 and 
TGF-β1) in MSU-treated macrophages (Fig. 3C, D). All 
these results suggested that lncSLED1 knockdown in 
HFLS reversed the inhibitory effect of mCM on MSU-in-
duced macrophage inflammation.

The methylation level of Cosmc promoter was 
significantly increased in MSU-treated HFLS, 
which was regulated by lncSLED1

As reported, the abnormal expression of Cosmc is usu-
ally caused by abnormal methylation modifications in its 
promoter region [36]. The abnormal methylation of CpG 
islands in the promoter is an epigenetic alteration of DNA 
that is linked to gene silence [37]. As shown in Figure 4A, 
it was predicted that 3 CpG islands existed in the Cosmc 
promoter using Methprimer (https://www.methprimer.
com/index.html). Our results also showed that MSU treat-

ment significantly reduced Cosmc mRNA and protein 
levels while elevating the methylation level of the Cosmc 
promoter in HFLS (Fig. 4B-D). In addition, it was dis-
covered that lncSLED1 knockdown markedly increased 
Cosmc expression and decreased its methylation level in 
MSU-treated HFLS (Fig. 4E-G). In summary, lncSLED1 
reduced Cosmc expression in MSU-treated HFLS by ele-
vating the methylation level of the Cosmc promoter.

LncSLED1 promoted the methylation level 
of Cosmc promoter by recruiting EZH2,  
thereby facilitating CA72-4 secretion in HFLS

It has been reported that lncRNA can regulate 
the methylation level of the target gene by recruiting EZH2 
[34]. EZH2 is a lysine methyltransferase that pre-labels 
unmethylated CPG islands through activity of its trimeth-
ylation histone H3 lysine 27 (H3K27me3) and facilitates 
DNA methylation in these promoter regions [38]. Here-
in, it was predicted that lncSLED1 had a high confidence 
binding relationship with EZH2 using bioinformatics  
(Fig. 5A). As confirmed by RIP assay, lncSLED1 direct-
ly interacted with EZH2 in MSU-treated HFLS (Fig. 5B). 
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Fig. 3. LncSLED1 inhibited MSU-induced macrophage inflammation. Macrophages were treated with nCM, mCM, 
mCM-lv-sh-NC, or mCM-lv-sh-lncSLED1, and then incubated with MSU treatment for 24 h. A) Macrophage vitality 
was examined using CCK-8 assay. B) ELISA was adopted to determine CA72-4 level in macrophages. C, D) The mRNA 
and secretion levels of IL-6, IL-1β, TNF-α, IL-10, and TGF-β1 in macrophages were detected by qRT-PCR and ELISA, 
respectively. The measurement data were presented as mean ± SD. All data were obtained from at least three replicate 
experiments. *p < 0.05, **p < 0.01, ***p < 0.001

ChIP results subsequently demonstrated that the Cosmc 
promoter directly bound with EZH2/H3K27me3 in 
MSU-treated HFLS, while this binding relationship was 
weakened by lncSLED1 knockdown (Fig. 5C, D). HFLS 
were infected with lv-NC or lv-lncSLED1, and more than 
90% of lv-NC/lv-lncSLED1-infected target cells expressed 
green fluorescent protein successfully (Fig. 5E). Mean-
while, it was observed that lv-lncSLED1 infection signifi-
cantly elevated lncSLED1 expression in HFLS (Fig. 5F). 
Furthermore, lncSLED1 overexpression significantly re-
duced Cosmc expression and increased the methylation 
level in HFLS, while these effects of lncSLED1 over-
expression were partially reversed by DZnep (EZH2 in-
hibitor) (Fig. 5G-I). It also turned out that the promoting 
effect of lncSLED1 overexpression on CA72-4 secretion 
in HFLS was weakened by EZH2 inhibition (Fig. 5J).  
In conclusion, LncSLED1 facilitated CA72-4 secretion in 

HFLS by promoting the methylation level of the Cosmc 
promoter through recruiting EZH2.

LncSLED1 inhibited MSU-induced macrophage 
inflammation by promoting CA72-4 secretion  
in HFLS through reducing Cosmc expression

To induce Cosmc knockdown in HFLS, HFLS were 
infected with lv-sh-NC, lv-sh-Cosmc-1, lv-sh-Cosmc-2, 
or lv-sh-Cosmc-3. As displayed in Figure 6A, more than 
90% of infected target cells expressed green fluorescent 
protein successfully after lv-sh-NC, lv-sh-Cosmc-1, lv-
sh-Cosmc-2, or lv-sh-Cosmc-3 infection. Meanwhile, 
lv-sh-Cosmc-1, lv-sh-Cosmc-2, and lv-sh-Cosmc-3 infec-
tion significantly reduced Cosmc mRNA levels in HFLS  
(Fig. 6B), suggesting that the infection was successful. In 
addition, the knockdown efficiency of lv-sh-Cosmc-3 was 
the highest (Fig. 6B); therefore lv-sh-Cosmc-3 was selected 
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Fig. 4. The methylation level of Cosmc promoter was significantly increased in MSU-treated HFLS, which was regulated 
by lncSLED1. A) The existence of CpG islands in Cosmc promoter was predicted using Methprimer. B, C) The mRNA 
and protein levels of Cosmc in HFLS after MSU treatment were determined by qRT-PCR and western blot, respectively. 
D) MSP was employed to detect the methylation level of the Cosmc promoter in HFLS after MSU. MSU-treated HFLS 
were infected with lv-sh-NC or lv-sh-lncSLED1. E, F) The mRNA and protein levels of Cosmc in HFLS were determined 
by qRT-PCR and western blot, respectively. G) The methylation level of the Cosmc promoter in HFLS was detected 
using MSP. The measurement data were presented as mean ± SD. All data were obtained from at least three replicate 
experiments. *p < 0.05, **p < 0.01, ***p < 0.001

for subsequent experiments. The CM was collected from 
MSU-treated HFLS after lv-NC, lv-sh-lncSLED1, lv-NC, 
or lv-sh-lncSLED1 and lv-sh-Cosmc infection; these are 
hereafter referred to as mCM-lv-sh-NC, mCM-lv-sh-
lncSLED1, and mCM-lv-sh-lncSLED1 + lv-sh-Cosmc, 
respectively. To study the interaction between lncSLED1 
and Cosmc in regulating MSU-induced macrophage in-
flammation, macrophages were treated with nCM, mCM, 
mCM-lv-sh-NC, mCM-lv-sh-lncSLED1, or mCM-lv-sh-
lncSLED1 + lv-sh-Cosmc, and then incubated with MSU 

treatment for 24 h. It was first observed that mCM-lv-sh-
lncSLED1 + lv-sh-Cosmc had no significant effect on 
MSU-treated macrophage vitality (Fig. 6C). In addition, 
Cosmc knockdown in HFLS reversed the alleviating ef-
fect of lncSLED1 silencing on mCM-induced increase in  
CA72-4 level in MSU-treated macrophages (Fig. 6D). 
Moreover, Cosmc silencing in HFLS reversed the weaken-
ing effect of lncSLED1 downregulation on mCM-induced 
inhibition on MSU-induced macrophage inflammation  
(Fig. 6E, F). In conclusion, lncSLED1 promoted CA72-4 
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Fig. 5. LncSLED1 promoted the methylation level of Cosmc promoter by recruiting EZH2, thereby facilitating CA72-4 
secretion in HFLS. A) The potential binding relationship between lncSLED1 and EZH2 was predicted using bioinfor-
matics. B) The interaction between lncSLED1 and EZH2 was analyzed by RIP assay. C, D) ChIP assay was employed 
to analyze the interactions between Cosmc and EZH2/H3K27me3. HFLS were infected with lv-NC or lv-lncSLED1.  
E) Green fluorescence was observed under fluorescence microscopy. F) qRT-PCR was employed to detect lncSLED1 
expression in HFLS. HFLS were infected with lv-NC or lv-lncSLED1, or co-treated with lv-lncSLED1 and DZNep.  
G, H) The mRNA and protein levels of Cosmc in HFLS were determined by qRT-PCR and western blot, respectively. 
I) MSP was performed to determine the methylation level of the Cosmc promoter in HFLS. J) ELISA was adopted to 
determine CA72-4 level in HFLS. The measurement data were presented as mean ± SD. All data were obtained from at 
least three replicate experiments. *p < 0.05, **p < 0.01, ***p < 0.001
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Fig. 6. LncSLED1 inhibited MSU-induced macrophage inflammation by promoting CA72-4 secretion in HFLS by reduc-
ing Cosmc expression. HFLS were infected with lv-sh-NC, lv-sh-Cosmc-1, lv-sh-Cosmc-2, or lv-sh-Cosmc-3. A) Green 
fluorescence was observed under fluorescence microscopy. B) Cosmc mRNA level in HFLS was determined using qRT-
PCR. Macrophages were treated with nCM, mCM, mCM-lv-sh-NC, mCM-lv-sh-lncSLED1, or mCM-lv-sh-lncSLED1 
+ lv-sh-Cosmc, and then incubated with MSU treatment for 24 h. C) CCK-8 assay was employed to assess macrophage 
vitality. D) CA72-4 level in macrophages was measured by ELISA. E, F) The mRNA and secretion levels of IL-6,  
IL-1β, TNF-α, IL-10, and TGF-β1 in macrophages were detected by qRT-PCR and ELISA, respectively. The measure-
ment data were presented as mean ± SD. All data were obtained from at least three replicate experiments. *p < 0.05,  
**p < 0.01, ***p < 0.001
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secretion in HFLS through reducing Cosmc expression, 
thereby inhibiting MSU-induced macrophage inflamma-
tion.

Discussion

Often associated with severe pain and joint swelling, 
gout is a common inflammatory arthritis that can serious-
ly affect quality of life and lead to disability. The core 
pathogenesis of gout is the activation of innate immune 
cells, especially macrophages, by MSU crystals, which 
trigger inflammatory responses [39]. Therefore, inhibit-
ing MSU-induced macrophage inflammation is a potential 
treatment strategy for gout. Our preliminary research found 
that CA72-4 secreted by HFLS could inhibit MSU-induced 
macrophage inflammation, but the mechanism regulating 
CA72-4 secretion in HFLS remains unclear. Our prima-
ry findings indicated that lncSLED1 promoted CA72-4 
secretion in HFLS by increasing the methylation level 
of the Cosmc promoter through recruiting EZH2, thereby 
relieving MSU-induced macrophage inflammation.

CA72-4 is a glycoprotein tumor marker [16, 17]. Recent-
ly, it has been widely reported that serum CA72-4 is elevated 
in gout [18, 19]. Our results showed that MSU stimulation 
significantly elevated CA72-4 level in HFLS. As reported, 
increased production of s-Tns in rheumatoid arthritis is relat-
ed to synovial inflammation [40]. In addition, tumor-associ-
ated sTn antigen can promote macrophage M2 polarization 
and anti-inflammatory cytokine secretion in macrophages in 
intratumoral microenvironments [41]. However, as a com-
mon sTn antigen, the role of CA72-4 in regulating macro-
phage inflammation during gout remains unclear. Our find-
ings revealed that the CM from MSU-treated HFLS (mCM) 
could inhibit MSU-induced macrophage inflammation, while 
this effect of mCM was weakened by anti-CA72-4 treatment. 
All these results suggested that MSU stimulated HFLS to se-
crete CA72-4, and CA72-4 derived from HFLS could inhibit 
MSU-induced macrophage inflammation.

LncRNA has also recently become a new research 
hotspot in gout. As evidence, lncRNA H19 knockdown 
inhibited inflammatory responses in gouty arthritis [42]. 
Recently, a new lncRNA (lncSLED1) has entered our field 
of vision due to its prominent role in inflammatory dis-
eases. For instance, lncSLED1 expression was markedly 
increased in PBMCs of systemic lupus erythematosus pa-
tients [43]. In addition, lncSLED1 upregulation was relat-
ed to the secretion of pro-inflammatory cytokine (IL-1β) 
in macrophages during the development of post-infarct 
heart failure [34]. Notably, a previous study demonstrated 
that lncSLED1 was one of the lncRNAs significantly up-
regulated in PBMCs of patients with primary gout [33]. 
Herein, our results demonstrated that lncSLED1 in HFLS 
was significantly increased by MSU stimulation, and its 
knockdown inhibited MSU-induced CA72-4 secretion 
in HFLS. In addition, lncSLED1 knockdown in HFLS 

reversed the inhibitory effect of mCM on MSU-induced 
macrophage inflammation. Collectively, lncSLED1 inhib-
ited MSU-induced macrophage inflammation by promot-
ing CA72-4 secretion in MSU-treated HFLS.

Cosmc participates in the synthesis of Tn antigen 
[23]. The loss of Cosmc or active T-synthase can increase 
the expression of sTn antigen [22]. Our results showed that 
lncSLED1 promoted CA72-4 secretion in MSU-treated 
HFLS by reducing Cosmc expression. As widely report-
ed, the abnormal expression of Cosmc under pathological 
conditions is related to DNA methylation in its promoter 
region [36]. In addition, demethylation of the Cosmc pro-
moter could restore its inhibitory effect on sTn antigen 
expression [44]. Our findings revealed that lncSLED1 
reduced Cosmc expression in MSU-treated HFLS by in-
creasing the methylation level of the Cosmc promoter. 
The mechanism involved was subsequently studied. As 
reported, lncRNA can recruit DNA methyltransferase 
(DNMT) into the promoter of the target gene and regulate 
the methylation level of the target gene promoter by bind-
ing to EZH2 [34]. LncRNAs can regulate the methylation 
level of downstream targets by recruiting EZH2 [34, 45]. 
EZH2 is a histone methyltransferase which works as an 
enzymatic catalytic component in polycomb repressive 
complex 2 (PRC2) and regulates gene expression by meth-
ylating H3K27 in nucleosomes [46]. In addition, EZH2 
interacts with DNMT to methylate CpG islands of target 
genes, inhibiting gene transcription [47]. A similar mech-
anism was observed in HFLS. Our results demonstrated 
that lncSLED1 promoted the methylation level of the Cos-
mc promoter in MSU-treated HFLS by recruiting EZH2. 
Mechanistically, lncSLED1 promoted CA72-4 secretion 
in MSU-treated HFLS by reducing Cosmc expression and 
increasing the methylation level of the Cosmc promoter 
through recruiting EZH2.

A key finding of this study is the negative correlation 
between elevated CA72-4 levels and macrophage-derived 
inflammatory cytokines (e.g., IL-6, TNF-α), suggesting 
its potential role as an endogenous compensatory mecha-
nism to dampen excessive inflammation during gout flares. 
Similar anti-inflammatory feedback loops have been doc-
umented in other chronic inflammatory diseases. For ex-
ample, in rheumatoid arthritis, elevated levels of IL-1Ra 
are associated with suppressed joint inflammation, repre-
senting a similar feedback loop [48]. Our previous work 
demonstrated that high serum CA72-4 predicts reduced 
gout flare risk [19], aligning with its putative protective 
function. Therapeutically, exogenous administration 
of CA72.4 could theoretically dampen joint inflammation 
and decrease flare frequency. Notably, colchicine – a cor-
nerstone gout therapy – was reported to upregulate serum 
CA72-4 levels in gout patients [49], suggesting that its 
anti-inflammatory effects may partially rely on CA72.4 
induction. This aligns with our observation of CA72.4 as 
an endogenous brake on inflammation. Furthermore, com-
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bining CA72.4 with existing therapies (e.g., colchicine or 
anti-IL-1 biologics) might yield synergistic effects, as seen 
with dual cytokine blockade in rheumatoid arthritis [50]. 
However, conclusive evidence for its clinical efficacy 
remains lacking, particularly regarding optimal delivery 
methods and potential off-target effects. Future studies 
should prioritize randomized controlled trials to evaluate 
CA72.4-based interventions, coupled with mechanistic 
studies to clarify its signaling pathways. 

In addition, our current study relies primarily on 
the MSU-stimulated HFLS cell model, an immortalized 
synovial fibroblast line that may differ from primary sy-
novial fibroblasts in epigenetic regulation and secretory 
profiles, potentially influencing the physiological relevance 
of CA72-4 secretion regulation. However, we selected 
the HFLS model based on its well-established role in gout 
synovitis research [51-53], particularly for studying MSU 
crystal-induced pro-inflammatory factor secretion. Similar-
ly, while THP-1-derived macrophages have been widely 
used in gout-related inflammation studies [54-56], we also 
acknowledge that primary cell and in vivo validation will 
be critical for translational relevance. Nevertheless, these 
standardized cellular systems provided a controlled and re-
producible platform for dissecting the lncSLED1-CA72-4 
regulatory axis at the molecular level. Additionally, regard-
ing the absence of in vivo animal model validation, we ac-
knowledge this as an important limitation. Given the scope 
and timeline of the current study, we prioritized cellular-lev-
el mechanistic investigations to lay the foundation for future 
translational work. We are committed to conducting animal 
experiments in subsequent studies to confirm our current 
results and delve deeper into the biological effects. 

Taken together, lncSLED1 upregulation inhibited 
MSU-induced macrophage inflammation by promoting 
CA72-4 secretion in MSU-treated HFLS by elevating 
the methylation level of the Cosmc promoter via recruit-
ing EZH2. In the current research, we did not validate our 
conclusion in vivo, which is the limitation of our research. 
Our research provides a reference for further research on 
the pathogenesis of gout.

Funding
This work was supported by the project “CA72-4 

participates in the molecular mechanism of gout inflam-
mation self-limitation by regulating Syk/TGF-β signaling 
pathway” [ZR2023MH354].

Disclosures
The informed consent forms were obtained from pa-

tients, and the Ethics Committee of Zibo Central Hospital 
approved the experiment, No. 202211022.

The authors declare no conflict of interest.

References
1.	Duan L, Zhong J, Yang Y, et al. (2022): Editorial: Advanc-

es in pathogenesis and therapies of gout. Front Immunol 13: 
890204.

2.	Zhu B, Wang Y, Zhou W, et al. (2022): Trend dynamics 
of gout prevalence among the Chinese population, 1990-
2019: A joinpoint and age-period-cohort analysis. Front Pub-
lic Health 10: 1008598.

3.	Kuo CF, Grainge MJ, Mallen C, et al. (2015): Rising burden 
of gout in the UK but continuing suboptimal management: 
a nationwide population study. Ann Rheum Dis 74: 661-667.

4.	Dehlin M, Jacobsson L, Roddy E (2020): Global epidemiolo-
gy of gout: prevalence, incidence, treatment patterns and risk 
factors. Nat Rev Rheumatol 16: 380-390.

5.	Chen-Xu M, Yokose C, Rai S K, et al. (2019): Contemporary 
prevalence of gout and hyperuricemia in the United States and 
decadal trends: The National Health and Nutrition Examina-
tion Survey, 2007-2016. Arthritis Rheumatol 71: 991-999.

6.	Perez-Ruiz F, Martínez-Indart L, Carmona L, et al. (2014): 
Tophaceous gout and high level of hyperuricaemia are both 
associated with increased risk of mortality in patients with 
gout. Ann Rheum Dis 73: 177-182.

7.	Chandratre P, Roddy E, Clarson L, et al. (2013): Health-relat-
ed quality of life in gout: a systematic review. Rheumatology 
(Oxford) 52: 2031-2040.

8.	Hall CJ, Sanderson LE, Lawrence LM, et al. (2018): Blocking 
fatty acid-fueled mROS production within macrophages alle-
viates acute gouty inflammation. J Clin Invest 128: 1752-1771.

9.	Richette P, Doherty M, Pascual E, et al. (2017): 2016 updated 
EULAR evidence-based recommendations for the manage-
ment of gout. Ann Rheum Dis 76: 29-42.

10.	FitzGerald JD, Dalbeth N, Mikuls T, et al. (2020): 2020 
American College of Rheumatology Guideline for the Man-
agement of Gout. Arthritis Care Res (Hoboken) 72: 744-760.

11.	White WB, Saag KG, Becker MA, et al. (2018): Cardiovas-
cular safety of febuxostat or allopurinol in patients with gout. 
N Engl J Med 378: 1200-1210.

12.	Liu L, Zhu L, Liu M, et al. (2022): Recent insights into 
the role of macrophages in acute gout. Front Immunol 13: 
955806.

13.	Mei Y, Dong B, Geng Z, et al. (2022): Excess uric acid in-
duces gouty nephropathy through crystal formation: A review 
of recent insights. Front Endocrinol (Lausanne) 13: 911968.

14.	Song JE, Kim JS, Shin JH, et al. (2021): Role of synovial exo-
somes in osteoclast differentiation in inflammatory arthritis. 
Cells 10: 120.

15.	Rajesh C, Radhakrishnan P (2022): The (Sialyl) Tn antigen: 
Contributions to immunosuppression in gastrointestinal can-
cers. Front Oncol 12: 1093496.

16.	Xu Y, Zhang P, Zhang K, et al. (2021): The application 
of CA72-4 in the diagnosis, prognosis, and treatment of gas-
tric cancer. Biochim Biophys Acta Rev Cancer 1876: 188634.

17.	Mariampillai A I, Cruz J P D, Suh J, et al. (2017): Cancer an-
tigen 72-4 for the monitoring of advanced tumors of the gas-
trointestinal tract, lung, breast and ovaries. Anticancer Res 37: 
3649-3656.

18.	Hu S, Sun M, Li M, et al. (2023): Elevated serum CA72-4 pre-
dicts gout flares during urate lowering therapy initiation: a pro-
spective cohort study. Rheumatology (Oxford) 62: 2435-2443.

19.	Bai X, Sun M, He Y, et al. (2020): Serum CA72-4 is specif-
ically elevated in gout patients and predicts flares. Rheuma-
tology (Oxford) 59: 2872-2880.



Central European Journal of Immunology 2026; 51(1)

lncSLED1 inhibits MSU-induced macrophage inflammation

107

20.	Hofmann BT, Schlüter L, Lange P, et al. (2015): COSMC 
knockdown mediated aberrant O-glycosylation promotes on-
cogenic properties in pancreatic cancer. Mol Cancer 14: 109.

21.	Ju T, Cummings RD (2002): A unique molecular chaperone 
Cosmc required for activity of the mammalian core 1 beta 
3-galactosyltransferase. Proc Natl Acad Sci U S A 99: 16613-
16618.

22.	Ju T, Aryal RP, Kudelka MR, et al. (2014): The Cosmc con-
nection to the Tn antigen in cancer. Cancer Biomark 14: 63-81.

23.	Gollamudi S, Lekhraj R, Lalezari S, et al. (2020): COSMC 
mutations reduce T-synthase activity in advanced Alzheimer’s 
disease. Alzheimers Dement (NY) 6: e12040.

24.	Emran AA, Chatterjee A, Rodger EJ, et al. (2019): Targeting 
DNA methylation and EZH2 activity to overcome melanoma 
resistance to immunotherapy. Trends Immunol 40: 328-344.

25.	Shi C, Xu X, Yu X, et al. (2017): CD3/CD28 dynabeads in-
duce expression of tn antigen in human t cells accompanied 
by hypermethylation of the cosmc promoter. Mol Immunol 
90: 98-105.

26.	Mi R, Song L, Wang Y, et al. (2012): Epigenetic silencing 
of the chaperone Cosmc in human leukocytes expressing tn 
antigen. J Biol Chem 287: 41523-41533.

27.	Herman AB, Tsitsipatis D, Gorospe M (2022): Integrated 
lncRNA function upon genomic and epigenomic regulation. 
Mol Cell 82: 2252-2266.

28.	Mattick JS, Amaral PP, Carninci P, et al. (2023): Long 
non-coding RNAs: definitions, functions, challenges and rec-
ommendations. Nat Rev Mol Cell Biol 24: 430-447.

29.	Statello L, Guo CJ, Chen LL, et al. (2021): Gene regulation by 
long non-coding RNAs and its biological functions. Nat Rev 
Mol Cell Biol 22: 96-118.

30.	Atianand MK, Hu W, Satpathy AT, et al. (2016): A long non-
coding RNA lincRNA-EPS acts as a transcriptional brake to 
restrain inflammation. Cell 165: 1672-1685.

31.	Liu YF, Xing GL, Chen Z, et al. (2021): Long non-coding 
RNA HOTAIR knockdown alleviates gouty arthritis through 
miR-20b upregulation and NLRP3 downregulation. Cell Cy-
cle 20: 332-344.

32.	Zhang X, Zou Y, Zheng J, et al. (2020): lncRNA‑MM2P 
downregulates the production of pro‑inflammatory cytokines 
in acute gouty arthritis. Mol Med Rep 22: 2227-2234.

33.	Qing YF, Zheng JX, Tang YP, et al. (2021): LncRNAs land-
scape in the patients of primary gout by microarray analysis. 
PLoS One 16: e0232918.

34.	Zhang C, Wang L, Jin C, et al. (2021): Long non-coding RNA 
Lnc-LALC facilitates colorectal cancer liver metastasis via 
epigenetically silencing LZTS1. Cell Death Dis 12: 224.

35.	Chen TL, Lin YF, Cheng CW, et al. (2011): Anti-Inflammato-
ry mechanisms of the proteinase-activated receptor 2-inhibit-
ing peptide in human synovial cells. J Biomed Sci 18: 43.

36.	Akgul SU, Cinar CK, Caliskan Y, et al. (2023): COSMC ex-
pression as a predictor of remission in IgA nephropathy. Int 
Urol Nephrol 55: 1033-1044.

37.	Hattori N, Liu YY, Ushijima T (2023): DNA methylation 
analysis. Methods Mol Biol 2691: 165-183.

38.	Verma A, Singh A, Singh MP, et al. (2022): EZH2-
H3K27me3 mediated KRT14 upregulation promotes TNBC 
peritoneal metastasis. Nat Commun 13: 7344.

39.	Lan Z, Chen L, Feng J, et al. (2021): Mechanosensitive 
TRPV4 is required for crystal-induced inflammation. Ann 
Rheum Dis 80: 1604-1614.

40.	Szekanecz E, Sándor Z, Antal-Szalmás P, et al. (2007): In-
creased production of the soluble tumor-associated antigens 
CA19-9, CA125, and CA15-3 in rheumatoid arthritis: poten-

tial adhesion molecules in synovial inflammation? Ann N Y 
Acad Sci 1108: 359-371.

41.	Takamiya R, Ohtsubo K, Takamatsu S, et al. (2013): The in-
teraction between Siglec-15 and tumor-associated sialyl-Tn 
antigen enhances TGF-β secretion from monocytes/macro-
phages through the DAP12-Syk pathway. Glycobiology 23: 
178-187.

42.	Zhang X, Liu J, Sun Y, et al. (2023): Chinese herbal com-
pound Huangqin Qingrechubi capsule reduces lipid metabo-
lism disorder and inflammatory response in gouty arthritis via 
the LncRNA H19/APN/PI3K/AKT cascade. Pharm Biol 61: 
541-555.

43.	Ishii T, Onda H, Tanigawa A, et al. (2005): Isolation and ex-
pression profiling of genes upregulated in the peripheral blood 
cells of systemic lupus erythematosus patients. DNA Res 12: 
429-39.

44.	Xu F, Wang D, Cui J, et al. (2020): Demethylation of the Cos-
mc promoter alleviates the progression of breast cancer 
through downregulation of the Tn and Sialyl-Tn antigens. 
Cancer Manag Res 12: 1017-1027.

45.	Li DQ, Ding YR, Che JH, et al. (2022): Tumor suppressive 
lncRNA MEG3 binds to EZH2 and enhances CXCL3 meth-
ylation in gallbladder cancer. Neoplasma 69: 538-549.

46.	Duan R, Du W, Guo W (2020): EZH2: a novel target for can-
cer treatment. J Hematol Oncol 13: 104.

47.	Dimopoulos K, Søgaard Helbo A, Fibiger Munch-Petersen H, 
et al. (2018): Dual inhibition of DNMTs and EZH2 can over-
come both intrinsic and acquired resistance of myeloma cells 
to IMiDs in a cereblon-independent manner. Mol Oncol 12: 
180-195.

48.	Gabay C, Lamacchia C, Palmer G (2010): IL-1 pathways in 
inflammation and human diseases. Nat Rev Rheumatol 6: 
232-241.

49.	Zhao B, Zhang M, Liang Y, et al. (2019): An abnormal eleva-
tion of serum CA72-4 rather than other tumor markers can be 
caused by use of colchicine. Int J Biol Markers 34: 318-321.

50.	Burmester GR, Blanco R, Charles-Schoeman C, et al. (2013): 
Tofacitinib (CP-690,550) in combination with methotrexate in 
patients with active rheumatoid arthritis with an inadequate 
response to tumour necrosis factor inhibitors: a randomised 
phase 3 trial. Lancet 381: 451-460.

51.	Shi L, Yuan Z, Liu J, et al. (2021): Modified Simiaowan pre-
vents articular cartilage injury in experimental gouty arthritis 
by negative regulation of STAT3 pathway. J Ethnopharmacol 
270: 113825.

52.	Wu H, Wang Y, Huang J, et al. (2023): Rutin ameliorates 
gout via reducing XOD activity, inhibiting ROS production 
and NLRP3 inflammasome activation in quail. Biomed Phar-
macother 158: 114175.

53.	Thompson CL, Hopkins T, Bevan C, et al. (2023): Human 
vascularised synovium-on-a-chip: a mechanically stimulated, 
microfluidic model to investigate synovial inflammation and 
monocyte recruitment. Biomed Mater 18.

54.	Hao K, Jiang W, Zhou M, et al. (2020): Targeting BRD4 pre-
vents acute gouty arthritis by regulating pyroptosis. Int J Biol 
Sci 16: 3163-3173.

55.	Cheng JJ, Ma XD, Ai GX, et al. (2022): Palmatine pro-
tects against MSU-induced gouty arthritis via regulating the  
NF-κB/NLRP3 and Nrf2 pathways. Drug Des Devel Ther 16: 
2119-2132.

56.	Wang G, Liu Z, Zheng Y, et al. (2024): Transcriptomic analy-
sis of THP-1 cells exposed by monosodium urate reveals key 
genes involved in gout. Comb Chem High Throughput Screen 
27: 2741-2752.


