Aberrant glucose metabolism drives dysfunction of CD4+ T cells in systemic lupus erythematosus and disease flares
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Supplementary Fig. 1. Clinical baseline of lupus. C3 — complement 3, C4 — complement 4, ds-DNA — double-stranded
DNA (ELISA), SLEDAI-2K - Systemic Lupus Erythematosus Disease Activity Index-2000
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Supplementary Fig. 2. Counts of peripheral blood lymphocyte subsets in SLE and controls. A) Representative flow
cytometry plots and frequency data of lymphocytes, T cells and CD4* T cells in controls (lymphocyte count, 1,934).
B) Representative flow cytometry plots and frequency data of lymphocytes, T cells and CD4* T cells in SLE (lymphocyte

count, 501)
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